. Differentially expressed genes involved in the smooth muscle contraction pathway (z-score = 1.455)
RefSeq

Genes in dataset Prediction
(based on expression direction) Increases (3) Fold change in expression and the number of scientific papers reporting the predictions are reported in the last two columns. Table S2 . Differentially expressed genes involved in the smooth muscle contractility pathway (z-score = 2.623)
Fold change Findings
RefSeq
Genes in dataset Prediction
(based on expression direction) Increases (2) Fold change in expression and the number of scientific papers reporting the predictions are reported in the last two columns. Table S3 . Differentially expressed genes involved in the damage to nervous tissue pathway (z-score = 1.611)
Fold change Findings
RefSeq
Genes in dataset Prediction
(based on expression direction) Table S4 . Differentially expressed genes involved in the synaptic transmission of cells pathway (z-score = -1.062)
Fold change Findings
RefSeq
Genes in dataset Prediction
(based on expression direction) Affects (1) Fold change in expression and the number of scientific papers reporting the predictions are reported in the last two columns. Table S7 . Differentially expressed genes involved in the adhesion of immune cells pathway (z-score = 2.461)
Fold change Findings
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RefSeq
Genes in dataset Prediction
(based on expression direction) Table S8 . Differentially expressed genes involved in the regeneration of nerves pathway (z-score = 2.200)
Fold change Findings
RefSeq
Genes in dataset Prediction
(based on expression direction) Table S9 . Differentially expressed genes involved in the synaptogenesis pathway (z-score = 2.164)
Fold change Findings
RefSeq
Genes in dataset Prediction
(based on expression direction) 
Fold change Findings
